4th Annual RECOMB Satellite on

REGULATORY GENOMICS

Thu-Sat Oct 11-13, 2007

http://compbio.mit.edu/recombsat

The 4th Annual RECOMB Satellite on Regulatory Genomics will be held in the Boston Area, at MIT, jointly organized
by the Broad Institute of MIT and Harvard, and the MIT Computer Science and Artificial Intelligence Lab(CSAIL).

The goal of the meeting is to bring together computational and experimental scientists in the area of regulatory
genomics, to discuss current research directions, latest findings, and establish new collaborations towards a
systems-level understanding of gene regulation.

Organizing committee: Martha Bulyk, Eleazar Eskin, Manolis Kellis, Eran Segal

Contact: recombsat@mit.edu
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